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PHU LUC

Phu luc 1. Théng ké két qua phan Iap vi khuan S. aureus trong thuc pham

st | Ledithuc Ky hi¢u PSR Vi sinh
pham
1 Ga 230321PUGCC | + v
2 Ga 230321DUBHX | - -
3 Ga 230328COGCC |  + .
4 Ga 230328COGCXC | + "
5 Ga 230328CAGCC |  + .
6 Ga 230328CAGBHX | - -
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7 Ga 230404DAGCC
8 Tom 230404TXM
9 TOm 230404TTD
10 Tém 230404TCC
11 BO 230405THBXM
12 BO 230405GABXM
13 Bo 230405THBCC
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14 Heo 230405DAHCC
15 Heo 230405THHCC
16 Heo 230405DAHTD
17 Ga 230515DAGVL
18 Ga 230515COGVL
19 Ga 230515CAGVL
20 Ga 230515bUGVL
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21 Ga 230522CHGVL
22 Ga 230522MEGVL
23 Heo 230522THHVL
24 Heo 230522DAHXM
25 Heo 230522DAHVL
26 BO 230522THBVL
27 Heo 230529TXHVL
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28 Heo 230529TXHXM
29 Heo 230529TXHBHX
30 Cé nao 230529CNTD
31 Ca nao 230529CNXM
32 Cé nao 230529CNVL
33 Stra bo 230529SBTCS
34 Stra bo 230530SBTN
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35

Stra bo

230530SBAPD

Phu luc 2. Mirc @9 nhiém S. aureus trong thuc pham

STT Loai thuc pham Ky hiéu >- aureus
(x102 CFU/mI)

1 Ga 230321PUGCC 1,52
2 Ga 230321PUBHX 0

3 Ga 230328COGCC 128
4 Ga 230328COGCXC 4,8
5 Ga 230328CAGCC 96
6 Ga 230328CAGBHX 0

7 Ga 230404DAGCC 101,6
8 Tom 230404TXM 0

9 Tom 230404TTD 0
10 Tom 230404TCC 0
11 BO 230405THBXM 0
12 BO 230405GABXM 0
13 BO 230405THBCC 0
14 Heo 230405DAHCC 2,4
15 Heo 230405THHCC 1,6
16 Heo 230405DAHTD 0
17 Ga 230515DAGVL 68,4
18 Ga 230515COGVL 70,8
19 Ga 230515CAGVL 44,8
20 Ga 230515DUGVL 23,6
21 Ga 230522CHGVL 45,2
22 Ga 230522MEGVL 48
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23 Heo 230522THHVL 0
24 Heo 230522DAHXM 0
25 Heo 230522DAHVL 0
26 BO 230522THBVL 0
27 Heo 230529TXHVL 0
28 Heo 230529TXHXM 0
29 Heo 230529TXHBHX 0
30 Cénao 230529CNTD 59,2
31 Cé nao 230529CNXM 0
32 Cé nao 230529CNVL 132,8
33 Sira bo 230529SBTCS 0
34 Sira bo 230530SBTN 0
35 Sira bo 230530SBAPD 0
Giéi han t6i da 10? CFU/mll

Phu luc 3. Két qua phat hién S. aureus trong thuc pham bing phwong phap vi sinh
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Phu luc 4. Két qua phat hién S. aureus trong thuc pham biang phwong phap PSR

(S6): mau duong (S. aureus); (-): Ching am (Nudc khir ion)

i
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Phu luc 5. Vi tri gen spa trén S. aureus
] 200K 400K FO0K 800K M 200K ,400K [1500K 1800 K 12M zzo0k 2400k | 27854
9% cp132365.1~ Find: M=o} i @, AT == A Tools » | £¥ Tracks + ¥, Download » 2 % »
2,323 K 2,324 K l2.3es K 2328 K 2327 K 328 K 2,329 K 2,330 K 2,331 K [2332 K [p333 K
Genes 108 x
RAM34 1159 sirC sirf
WLT177161 I LTI 7191 I HLTi7721
RAM34 11585 sarS sirg
380 e I T HLT17718.1 T HLTI77281 !
Jisea RAM34 11590 sbnfl
B WLTI77141 WLT177151 WLT177221 |
2323 K 2,324 K [2.3es K [2328 K 2,327 K 2328 K 2329 K 2,330 K 2331 K [2332 K 333 K
CP132365.1: 2.3M.2.3M (11,212 nt) " % Tracks shown: 2/8

Phu luc 6. Trinh tw FASTA gen spa (S. aureus)

CP132365.1:2327182-2328708 Staphylococcus aureus strain UNC_SA54

chromosome, complete genome

TTATAGTTCGCGACGACGTCCAGCTAATAACGCTGCACCTAAGGCTAATGA
TAATCCACCAAATACAGTTGTACCGATGAATGGATTTTCTTCACCAGTTTC

TGGTAATGCTTGAGCTTTGTTAGCATCTGCATGGTTTGCTGGTTGCTTCTTA
TCAACAACAAGTTCTTGACCAGGTTTGATCATGTTTTTATCAGCTAATTTGT
TATCTGCAGCAATTTTGTCAGCAGTAGTGCCGTTTGCTTTTGCAATGTCATT
TACTGTATCACCAGGTTTAACGACATGTACTCCGTTGCCGTCTTCTTTACCA
GGTTTGTTGCCGTCTTCTTTACCAGGCTTGTTGCCGTCTTCTTTACCAGGCT
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TGTTGTTGTCTTCTTTACCAGGCTTGTTGCCGTCTTCTTTGCCAGGTTTGTTG
TTGTCTTCTTTACCAGGCTTGTTGCCGTCTTCTTTACCAGGTTTTTTGTTGTC
TTCTTTACCAGGCTTGTTGCCGTCTTCTTTGCCAGGTTTGTTGCCGTCTTCTT
TACCAGGTTTTTTGTTGTCTTCCTCTTTTGGTGCTTGAGCATCGTTTAGCTTT
TTAGCTTCTGCTAAAATTTCTTTGCTCACTGAAGGATCGTCTTTAAGGCTTT
GGATGAAGCCGTTACGTTGTTCTTCAGTTAAGTTAGGTAAATGTAAAATTT
CATAGAAAGCATTTTGTTGTTCTTTGTTGAATTTGTTGTCAGCTTTTGGTGC
TTGTGCATCATTTAGCTTTTTAGCTTCTGCTAAAAGGTTAGCGCTTTGGCTT
GGGTCATCTTTTAAGCTTTGGATGAAACCATTGCGTTGTTCTTCGTTTAAGT
TAGGTAAATGTAAGATTTCATAGAAAGCATTTTGTTGTTCTTTGTTGAATTT
GTTATCCGCTTTCGGTGCTTGAGATTCATTTAACTTTTTAGCTTCTGACAAT
AGGTTAGCACTTTGGCTTGGGTCATCTTTTAAGCTTTGGATGAAACCATTG
CGTTGTTCTTCGTTTAAGTTAGGCATATTCAAGATTTCATAGAAAGCATTTT
GTTGTTCTTTGTTGAAATTGTTATCAGCTTTCGGTGCTTGAGATTCGTTTAA
TTTTTTAGCTTCACCTAAAACATTAGTGCTTTGGCTTGGGTCGTCTTTAAGA
CTTTGAATGAAGCCGTTACGTTGCGCTTCGTTTAAGTTAGGCATGTTCAAG
ATTTCATAGAAGGCGCTTTGTTGATCTTTGTTGAAGTTATTTTGTTGCGCAT
CAGCTTTTGGAGCTTGAGAGTCATTAAGTTTTTGAGCTTCACCTAAAACGT
TAGCACTTTGGCTTGGATCATCTTTAAGGCTTTGGATAAAACCATTACGTT
GATCAGCGTTTAAGTTAGGCATATTTAACACTTGATAAAAAGCATTTTGTT
GAGCTTCATCGTGTTGCGCAGCATTTGCAGCAGGTGTTACGCCACCAGATA
TAAGTAATGTACCTAAAGTTACAGATGCAATACCTACACCTAGTTTACGAA
TTGAATAAATGTTTTTCTTTTTCAA
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